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AMENDMENTS 

In the Claims 



cancel Cairns /without prejudice. Please amend Claims 2, 7, 

8, 12 and 16 as follows: 



comprising at least one synthetic 
mu »im n plots r eiement region that is capable of living transcription in a piant ce 
I" promoter comprises a peptide se,ected from the grouping of. 
(a) a nucleotide sequence comprising promoter elements GT-2 

• n Jo ID NO 24 ABRE1 comprising SEQ ID NO.: 2, ABRE1 compnsmg 

comprising SEQ ID nu..^, r 0 co in wn - 7 GT- 

- ■ cpn in NO -24 As-1 comprising SEQ ID nu.. o 
oca in NO 1 2 GT-2 comprising SEQ ID NU..^, «s» k 

S&U iu imu.. i, r DRE1 comprising SEQ 

. . r*r-r\ in mo -9^1 HT-2 comprising SEQ IU NU-^. 1 -' rNC - *" 
2 comprising SEQ ID NO,. 24, ^ i ^ con.p y 

- - ccn in Mn 94 DRE1 comprising SEQ ID nu,. oy, ut\l- 
in NO ■ 59 GT-2 comprising SEQ ID NO..^, ut\c k 

iu nu.. os, v ccn m wn ■ 7 DRE1 comprising SEQ ID 

* ■ orrn in NO ■ 59 As-1 comprising SEQ ID NO- f, unc k 
comprising SEQ iu »nu.. o», ™» r . ? 

. ■ «a m NO - 59 and ABRE1 comprising SEQ ID NO., d, 
NO.: 59, DRE1 compns.ng SEQ ID NO., oy, ariu ^ 

sequentially, ^ nucleotide sec , ue nce comprising SEQ ID NO.: 65; 

(c) a nucleotide sequence of not less than 50 nucleotides that 
hybri dizes under stringent conditions to a nucleotide sequence of « - £>. -erein 
said stringent conditions include hybridization in 50% formamide, 1M NaCl, 1 A 
n'C and a wash in 0.1X SSC at 60-65°C; and 

(d) a polynucleotide which has at least about 90% sequence .dentrty 
as determined by the GAP algorithm under default parameters 
across the full length of a sequence of (a) or (b). 



DNA construct comprising a plant promoter of Calm 2 operab.y LnKed to cod.ng 
sequence. 
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8. (Amended) A plant, or its parts, having stably incorporated into its genome a 
DNA construct comprising a plant promoter operably Jinked to a coding sequences, said 
plant promoter comprising at least one synthetic multimeric promoter element region 
that is capable of driving transcription in a plant cell, wherein said promoter comprises a 

'•.,y!f\ polynucleotide selected from the group consisting of: 

* $ (a) a nucleotide sequence comprising promoter elements GT-2 

tJ® 1%/ comprising SEQ ID NO.:24, ABRE1 comprising SEQ ID NO.: 2, ABRE1 comprising 

SEQ ID NO.: 2, GT~2 comprising SEQ ID NO.:24, As-1 comprising SEQ ID NO.: 7, GT- 
2 comprising SEQ ID NO.:24, GT-2 comprising SEQ ID NO/.24, DRE1 comprising SEQ 
ID NO.: 59, GT-2 comprising SEQ ID NO.:24, DRE1 comprising SEQ ID NO.: 59, DRE1 
comprising SEQ ID NO.: 59, As-1 comprising SEQ ID NO., 7, DRE1 comprising SEQ ID 
NO.: 59, DRE1 comprising SEQ ID NO.: 59, and ABRE1 comprising SEQ ID NO.: 2, 
sequentially; 

(b) a nucleotide sequence comprising SEQ ID NO.: 65; 

(c) a nucleotide sequence of not less than 50 nucleotides that 
hybridizes under stringent conditions to a nucleotide sequence of (a) or (b), wherein 
said stringent conditions include hybridization in 50% formamide, 1M NaCI, 1% SDS at 
37 D C, and a wash in 0.1X SSC at 60-65 c C; and 

(d) a polynucleotide which has at least about 90% sequence identity 
as determined by the GAP algorithm under default parameters across the full length of 
a sequence of (a) or (b). 



12. (Amended) A plant cell having stably incorporated into its genome a DNA 
construct comprising a plant promoter operably linked to a coding sequence, said plant 
promoter comprising at least one synthetic multimeric promoter element region that is 
capable of driving transcription in a plant cell, wherein said promoter comprises a 
polynucleotide selected from the group consisting of: 
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(a) a nucleotide sequence comprising promoter elements GT-2 
comprising SEQ ID NO.:24, ABRE1 comprising SEQ ID NO.: 2, 

') ABRE1 comprising SEQ ID NO.: 2, GT-2 comprising SEQ ID NO.:24, 

As-1 comprising SEQ ID NO.: 7, GT-2 comprising SEQ ID NO.:24, GT- 
2 comprising SEQ ID NO.-.24, DRE1 comprising SEQ ID NO.: 59, GT-2 
comprising SEQ ID NO.:24, DRE1 comprising SEQ ID NO.: 59, DRE1 
comprising SEQ ID NO.: 59, As-1 comprising SEQ ID NO.: 7, DRE1 
comprising SEQ ID NO.: 59 f DRE1 comprising SEQ ID NO,: 59, and 
ABRE1 comprising SEQ ID NO.: 2, sequentially; 

(b) a nucleotide sequence comprising SEQ ID NO.: 65; 

(c) a nucleotide sequence of not less than 50 nucleotides that 
hybridizes under stringent conditions to the nucleotide sequence of (a) or (b), wherein 
said stringent conditions include hybridization in 50% formamide, 1M NaCI, 1% SDS at 
37°C, and a wash in 0.1 X SSC at 60-65°C; and 

(d) a polynucleotide which has at least about 90% sequence identity 
as determined by the GAP algorithm under default parameters 
across the full length of a sequence of (a) or (b). 



16. (Amended) A method for constitutively expressing a heterologous nucleotide 
sequence in a plant, said method comprising: 

(a) transforming a plant ceil with a transformation vector comprising an 
expression cassette, said expression cassette comprising a plant 
promoter of claim 2 operably linked to a coding sequence; and 

(b) regenerating a stably transformed plant from said transformed cell, 
said plant having stably incorporated into its genome said expression 
cassette. 
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